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How to use this walkthrough

* The steps in this walkthrough will show you one way to use
Aria OS and TraceFinder to acquire and process data

» Software components:
* Aria OS 1.6.3f1— used for submitting samples for analysis

 Xcalibur 2.2 sp1- runs the Mass Spec in the background

 TraceFinder CT 2.0sp1- used for processing, after the run is complete

 The steps in this guide may be altered to suit your lab’s
needs




Creating a batch through Aria OS

gr Fraction Collector Help

Batch Editor

Clear ALL Batches
Remove Highlighted Batch
Change Highlighted Batch Priority  p

aystem |
Mot Ready

Start/Stop

Batch File Yiewer

00:00

& Batch Editor*
File NZ:[¥ Sample Batch Help
Cut Chrl+x
Copy Ctrl+C
Paste Chrl+Y

Inject_SO0uL3Times.t

Undo Ctrl+2 tc
Redo Ctrl+Shift+2

ESI_II_Yantage_20

Fill Down Ctrl+D
Increment  Chrl+I

Sample ID | Sample Name Tray
1 training Prgblank CStk1-02 || 45 | S

To configure columns

 Choose Batch>Batch
Editor>Customize
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Recommended settings to configure colums

EA Xcalibur Column Selector

P.’.a Xcalibur Column Selector

: | 4 Xcalibur Column Selector

<] (<]

) ~ ar 7.:1"
Advanced Advanced
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Create and submit a sample list

= Edit Sample Batch Help

New Chrl+n
Open... Ctrl+0
Save Ctrl+5
Save As...

Print... Ctrl+P

Export
Import

1: C:A\.. \Curve_BSA-70kRes001.cbt

File Edit Sample Batch Help

C:\...\Curve_BSA-70kRes001.cbt

C:\...\Witamin D wash DLW-CLOO1.tmt

v

C:\...\Lahey Yit D Method_1250_MOD.htc

C:\...\D2D3-4mzIw-70kRes.meth

Ul
o

Ab

Sample ID | Sample Name Tray Vial | Yolume Type ent | Level Path AS_Injector
2:C 3".- . '\061 12012 T¥ 038.cbt VYolume Type Comm 1 [ Sampleoo1 [ Bk 001 [ Cstki-0z [ 1 50 | DblBla ACN 1 D Lahey}12-02-2011 Cur]
= - = b 2 | sampleooz | Bk_002 | Cstk1-02 | 1 S0 | Dbl ACN | D Laheyl12-02-2011 Cur|
3 VL 06082012 LY 019.chbe 3 | Sampleo0s | Bko003 | CStki-02 | 1 S0 Blank | ACN 1 D Lahey}12-02-2011 Cur
- "' 1 - = 1 S0 Dbl Blank ACt 4 | Sample004 | Ong_001 | CStk1-02 | 2 50 ¢ Standard | BSA 1 D Lahey}12-02-2011 Cur
4: C:\...\06082012_TLX_021.cbt 1 50 Dbl Blank. ACT S | Sample00S | Ong00z | CStki-02 | 2 Standard | BSA \D Lahey\12-02-2011 Cur]
6 Ong 003 | CStki-02 | 24 50 | Standard | BSA \D Lahey\12-02-2011 Cur[ X
1 50 Dbl Blank act 7 | Sample007 | 0_2_ng_001 | CStki-02 50 | Standard | BSA | 02 \DLaheyil2-02-2011 Cur| X
Close Chrl+w > 50 Standard B5/ & | Sampled08 | 0.2.ng 002 | CStki-g#| 3 | S0 | Standard | BSA | 0.2 D Lahey\iz-02-2011 Cur| _ TX
v — andar 9 || Sample009 | 0_2_ng_003 | CSp-02 | 3 50 Standard BSA 0_2 |iD Lahey}12-02-2011 Cur| &
4 10 | Sample010 | 0_Sng_o01 tki-02 | 4 | 50 |Standard | BSA | 05 |iD Lahey|12-02-2011 Cur X
S Samp le00S Ong_002 Cstk1-02 2 S0 Standard B5¢ 11 le011 | 0_Sng_Oi CStk1-02 | 4 | 50 |Standard | BSA | 0.5 |iD Lahey\12-02-2011 Cur X
6 Sample006 Ong_003 CStk1-02 | 2 S0 Standard BSE 12 | Sample01z | 0_SngsD3 [ CStki-02 | 4 | S0 | Standard | BSA | 0.5 |\DLaheyl1z-02-2011 Cur|__TX
— —_— —_— — — e a—— = 13 | Sample013 001 [ CStki-02 | 5 | S0 | Standard | BSA 1 iDLahey\12-02-2011 Cur[ T
14 || Samplen14 W 1ng_002 CStk1-02 | 5 50 Standard BSA 1 |iDLahey{12-02-2011 Cur|
15 || Samplet 1ng_003 CStk1-02 | 5 50 Standard BSA 1 |iDLahey}12-02-2011 Cur|
16 | Samfe016 | 2ng 001 | CStk1-02 | 6 | S0 [ Standard | BSA 2 |\DLahey\12-02-2011 Cur
17 mple017 2ng_002 CStk1-02 | 6 50 Standard BSA 2 1D Lahey{12-02-2011 Cur]
Sample018 2ng_003 CStk1-02 | 6 50 Standard BSA 2 1D Lahey}12-02-2011 Cur]
9 | Sample019 | Sng 001 | CStki-D2 | 7 | S0 | Standard | BSA 5 |\DLshey\i2-02-2011 Cwr[ _ TX
1 T e o r i O rt ( F i I e > I O rt>Te X t 20 || Sample020 Sng_002 CStk1-02 | 7 50 Standard BSA S |iDLahey{12-02-2011 Cur| X
I I I I I I 21 || Sample021 Sng_003 CStk1-02 | 7 50 Standard BSA S |iDLahey\12-02-2011 Cur| %
" y p p p 22 || Sample0z2 | 10ng_001 | CStk1-02 | 8 | SO | Standard | BSA 101D Lahey\12-02-2011 Cur X
. . 23 |[Sample023 | 10ng 002 | CStk1-02 | 8 | SO | Standard | BSA 101D Lahey|12-02-2011 Cur X
F I I e S a m p I e I n fo 24 || Sample024 | 10ng_003 | CS5tki-02 | 8 | SO | Standard | BSA 10 1D Lahey|12-02-2011 Cur 5
25 || Sample025 | 25ng_001 | CStk1-02 | 9 | S0 | Standard | BSA 25 |\DLahey\12-02-2011 Cur[ X
26 || Sample026 | 25ng 002 | CStk1-02 | 9 | S0 | Standard | BSA 25 |iDLaheyl12-02-2011 Cur[ X
> _ -
2. Choose the channels you want
to u S e BSA Curve, Std TX LC Method, 70k resolution Full scan MS | -
Tray CStk1-02
——— T T T :

3. Click Submit




Browse button to place & save the batch file

(=]
Savein: || AriaData - @7 m-
’ Name . ‘ Date modified Type
| AS Methods 4/2/2012 5:06 PM File folder
. Batch Data 6/6/2012 4:04 PM File folder = -
- 1L LC Methods 6/6/2012 400PM  File folder A Submit Batch
| Method Development Templates 4/2/2012 5:06 PM File folder
Desktop | Projects 10/28/2011 439 PM  File folder
Curve_BSA-70kRes001
Libraries
Computer ‘ |
Network
< m ]
File name: v 0K
Save as type: [Cuslom Pattem [".cbt) '] [ Cancel ]
E—— T e
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Turn on the pumps and the MS

e
Batch  Autosampler NH&) Detector Fraction Collector  Help
Method Editor

Ther .

‘File Actions View Tools GoTo Help

Ew el =5 ran ?

Pending Blk_001 CStk1-02 Sample001 Dbl Blank.
Pending Blk_002 CStk1-02 Sample002 Dbl Blank.
Pending Blk_003 CStk1-02 Sample003 Dbl Blank.
Pending 0Ong_001 CStk1-02 Sample004 Standard
Pending CS5tk1-02 Sample00S Standard Turn Device On

Pending CStk1-02 Standard Turn Device into Standby
Pending 2] CStk1-02 Sample007 Standard .

Pending T Ctki-02 Sample008 Standard Turn Device Off

u
Logic Loop 1562
Initiate 06/27/2012 01:27:19.74 PM
Initialize

For Help, press F1 NUM 6/27/2012 2:01PM

* Then click Start

— B e —————
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After the run...

» Several new files will be » Batch file
Created | Curve_BSA-70kRes00L.cbt

» Master Sequence file
- Some of these files must be W Curve BSA- TR0
imported to TraceFinder for

r~ .
_ * Raw files
processing

@ 0_5ng_00L1.raw
[E.] 0_5ng_002.raw
[EI 0_5ng_003.raw

» Extra Sequence files

WY Curve_BSA-T0kRes001_111204060427.51d
WY Curve_BSA-T0kRes001_111204061207.5d
WY Curve_BSA-T0kRes001_111204061952.5d
WY Curve_BSA-T0kRes001_111204062735.51d
WY Curve_BSA-T0kRes001_111204063519.5d

] “! Curve_BSA-T0kRes001_111204064302.sld
TraceF|nder HHM s RSA_TALR NN 11120NANAENAS <14




Importing to TraceFinder

* Open “TraceFinder for

Clinical Research” \
Lo’
TraceFinder

Clinical R...

To begin...

Select a work area

* Click Analysis
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Create a blank batch

* In Analysis tab
* Open Batch View sub-tab
* Click New Batch

R — g = - i~ L g mmg =

-~

|
| ' Thermo TraceFinder

i gAnalysis a'| Batch View

Batch Yiew

) Newbatch Status  Filenarr
& Open batch
Recent files

BSA-Curve-#2

Data Review
Report Yiew

Local Method

B
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1

» Select a Master Method

* (See TraceFinder help for

assistance creating a master
method)

» Select a location and name
for the batch

Select a master method for the batch:
70kResdmazl'w-VitD-BSA

EIGIET Y GIENT A (default) C: ~

Select a project and subproject to save the batch

(-2 Default

-l Steroids

=l Vitamin D TLX

=

T BSA-Curve-#1
T BSA-Curve-#2
Ty BSA-Curve-001
Ty TLx-001
T TLx-002
T TLX-003

ThermoFisher
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A blank batch is created

- 70kResdmzlw-VitD-BSA Update Thermo Scientific Instrument AMER‘usfra-lab
Batch Yiew
0 Newbatch Status Filename Sample type Level Sample ID Sample name: Comment Vial position Injection volume  Dilution
E Open batch » 9 Unknown1 Specimen 50.0 1.0
Recent files
Example
BSA-Curve-#2
Data Review
Report Yiew
Local Method
« 1 »
VvV
ple Leve Batch Level Compound Active
Report Name 75 ping  Creste  Create Create § + |G
0 e I B 2 | 250H Vitamin D3 M52 383.330
o F Standard r 3| 25.0H Vitain D3 Full MS 383.330
2 |Sample Report Long Standard r & | 250H Vitamin D2 Full M3 335330
3 Chromatogram Report Standard o 3 25.0H Vitamin D2 MS2 395,330
4 Confirmation Report Standard I
m 5 High Density Internal Standard Report | Standard m
| i i [ @ T
Method Developmer 5 High Density Intemal Standard Repott ... | Standard I
7 High Density Sample Report 1 Standard ]
. o atio 8 High Density Sample Report 1 Long Standard |
g High Density Sample Report 2 Standard o
7 i [ T T a

12



“Browse in” the raw files

Help

T LEd - -

‘ Batch View

[ Newbatch
[&F Open batch
Recent files
Example
BSA-Curve-#2

Data Review
Report View

Local Method

I="IgE =1+ -8

= 70kResdmalw/-VitD-BSA

Status  Filename

Sample type Level

Unknown1

[

Add sample

Insert sample

Insert copy sample
Reinject selected samples

Remove selected samples

Browse in raw file...

e e

Modify columns...

Copy

Copy with headers
Paste

Export to CSV file

Batch Level
Report Name Type Print Cé,e[‘
P » 1 Standard [
2 Sample Report Long Standard E
S hocic 3 Chromatogram Report Standard E

* Right click and select

Browse in raw file...

* This “Browse in” tool will copy
the raw files into TraceFinder
for processing

e
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Select all the raw files

* Use shift-click to select all raw files
* Click open

14

'What raw file would you like to use? @
OO [0 <« data » Vitamin D » 12-02-2011 Curves » BSA-Curve-T0kRes ~ [ 42| [ Search 83A-Curve-70kRes o
Organize v New folder = v 0 @
9% Favorites *  Name Date modified Type SIS

& Downloads 0_2_ng_00Lraw \ 12/4/20116:58 AM  Xcalibur Raw File
5l Recent Places 0_2_ng_002.raw 12/4/2011 7:06 &M Xcalibur Raw File -
Bl Desktop 0_2_ng_003.raw 12/4/2011 7:14 AM  Xcalibur Raw File
0_5ng_00L.raw 127472011 7:22 AM Xcalibur Raw File
4 Libraries 0_5ng_002.raw 12/4/2011 7:29 AM  Xcalibur Raw File
@ Documents - 0_5ng_003.raw 12/4/2011 7:37 &M Xcalibur Raw File
J’ Music - Ong_001.raww 12/4/2011 6:35 AM Kcalibur Raw File
= Pictures Ong_002.raw 12/4/20116:43 AM  Xcalibur Raw File
B videos Ong_003.raw 12/4/20116:51AM  Xcalibur Raw File
1ng_001.raw 12/4/2011 7:45 AM Kcalibur Raw File
1M Computer 1ng_002.raw 12/4/2011 7:52 &AM Mcalibur Raw File
ca Data 1ng_003.raw 12/4/2011 8:00 M Xcalibur Raw File
& os b 2ng_001.raw 12/4/20118:08 AM  Xcalibur Raw File
® shared (\\wusfra-fp01) 2ng_002.raw 12/4/2011 8:16 &AM Xcalibur Raw File L
- | »

File name:

(

v |Rawfiles (*raw) -

[ Open |vl [ Cancel ]




TraceFinder Batch now contains samples

!Thermo TraceFinder E @
File h G
e s e IE e - ¢ )
B 70kResdmzlw-VitD-BSA v Update Thermo Scientific Instrument AMER\usfra-lab
0 Newbatch Status  Filename Sample type Level Sample ID Sample name Comment Vial position Gl
23 Open batch 4 1 0_2_ng_001 Specimen Sample007 0.2 ng 001 BSA 3
Recent files Q G |0.2_.ng 002 Specimen Sample008 0 2 ng 002 BSA 3 |
Example 3 G |0.2.ng 003 Specimen Sample009 0 2 ng 003 BSA 3
BSA-Curve-£2 4 & |0.5ng 001 Specimen Sample010 0 _5ng_001 BSA 4
5 & |0.5ng 002 Specimen Sample011 0 _S5ng_002 BSA 4 TR
Y & & |0.5ng 003 Specimen Sample012 0 5ng_003 BSA 4
7 & |Ong_001 Specimen Sample004 Ong_001 BSA 2
Repo 8 & |Ong_002 Specimen Sample005 Ong_002 BSA 2
g & |Ong 003 Specimen Sample006 Ong_003 BSA 2
= = 10 & |1ng_001 Specimen Sample013 1ng_001 BSA 5
1 & |1ng 002 Specimen Sample014 1ng_002 BSA 5
12 & |1ng_003 Specimen Sample015 1ng_003 BSA 5
13 & |2ng 001 Specimen Sample016 2ng_001 BSA B
14 & |2ng 002 Specimen Sample017 2ng_002 BSA B
Please wait. Sample018 2ng_003 BSA B
Sample013 5|nu 001 BSA 7 a
VvV -
Inserting rawfile into batch: P-Ong_002.raw ompound A
Compound Active
Print Cgs};e i ! -
......... = 2 25-0H Vitamin D3 M52 383.330
uisitic » 3| 250H Vitamin D3 FullMS 383,330
2 |SampleReport Long Standard 4 | 25:0H Vitamin D2 Full MS 395.330
3 Chromatogram Report Standard . 25-0H Vitamin D2 MS2 395.330
4 Confirmation Report Standard
5 High Density Intemal Standard Report | Standard
5 High Density Internal Standard Report ... | Standard
onfig 0 7 High Density Sample Report 1 Standard
—— Hiah Density Samole Reoort 1 Lona Standard [l M . %

15 ThermoFisher



If needed, update the sample types and levels

[} Newbatch

&5 Open batch
Recent files

Example
BSA-Curve-#2

i Data Review

| Report View

Local Method

16

Status  Filename Sample type Level

1 @ 0.2ng 001 Calibrator |

2 & |0.2.ng002
Negative

3 ¢ 0.2ng 003 Calibrator

4 o 0500 0m ac
Hydrolysis

5 @ |0.5ng 002 Prtyiied
Unextracted

5 ¢ |0.5ng 003 Specimen

7 & |Ong 001 Specimen/Qual

a & |Ong_002 Specimen

g & |0Ong 003 Specimen

10 & |1ng_ 001 Specimen

1 & |1ng002 Specimen

* Click on the drop-down

menus




Process the batch

* Click Submit batch button

» Click OK

l || Acquire data l

Process data
Create reports

[ New batch
ﬁ Open batch
Recent files G 0.2 ng 002 §
Example Submit Options (=]
BSA-Curve-#2
User name: ‘ usfra-lab ‘
Data Revie Samples: 153

Show Details... 0K

Cancel

oo ° Un-check Acquire data

File Batch Go Hr':lp

B s e -

§ .

ThermoFisher
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Reviewing the run

18

Help

S

() New batch
@ Open batch
Recent files
Example
BSA-Curve-#2

Report View

Local Method

70kResdmzl'w-VitD-BSA

Status  Filename S

1 0 2 _ng 001 St

2 @ 0.2ng002 St

3 . 0 2 ng 003 St

4 @ 05ng 00 St

5 @ 05ng002 St

6 @ 0.5ng 003 S

7 @ Ong 001 Sr
8 @ | Ong o002 S
9 @ 0Ong 003 St
10 @ |1ng oM St
11 @ 1ngo02 Sr
12 @ | 1ng 003 St
12 & |2na 001 St

« Sample Status icons will all
turn green

* Then click Data Review

ThermoFisher
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Manual review

P Thermo TraceFinder

H || Compounds

8 25.0H Vitamin D2 Full MS 335.330

8 25.0H Vitamin D2 MS2 395.330

8 25.0H Vitamin D3 Full MS 383.330
8 25.0H Vitamin D3 MS2 383.330
" d6-25-0H Vitamin D3 FulMS 389,367

Method Development

" Wemison™SS
7 IEER—
" ethod Development

I

Calibrator

Negative

BT Status Flags _Filename Sample ype Actual RT Integration mode
23 Open batch s | @ | A |Zng002 Calbrator 4 3.43 | Method
Recent files 29 @ |t |Zng 003 Calibrator 4“4 341 Method
Example ‘ 30 [*] *. |50ng_001 | Calbrator 44 3.42 | Method
BSA-Curv ‘ 31 | @ | A |5ing 002 | Calbrator 4 344 Method
— 2 | @ | & |Singo03 Calibrator 4 3.43 Method
% | @ | & |60ng0C001 | Specimen m 333 Method
© | ! 60ng0C002  |Specimen “ 333 Method
@ | ¢ [B0ng0C003 | Specimen “ 341 Method
@ | ¢t [songocons Specimen “ 333 Method
@ | ¢ [B0ng0C005 | Specimen “ 338 Method
[~} 100ng_001 Calibrator 44 3.41 Method
© & [1ong 002 Calibrator “ 343 Method
@ |+ [100ng 003 Calibrator 4 3.43| Method
@ | ¢ |200mgom Calibrator 4 3.42 Method
@ 200ng_002 | Calibrator m 344 Method

Relative Intensity

Apex RT: 342
Area: 13842744

SN: 61872.48

RT(min)
m/z 383.32974

Spectra

(QED Spectra

Area Ratio

25-OH Vitamin D3 Full MS 383,330
Y =7.192e-3X + 7.109e-4; R*2; 0.9980; Origin: Ignore; W: 1/X; Area

() User: AMERwsfra-lab

19

* You may want to click
through each line to see the
quality of the integration
before accepting the run

» Click on any yellow flags to
view details about the flag

* Save the batch, then go
back to Batch view to
generate reports

L ———————
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Generating reports (First option)

 Select the check box next to any reports you want to generate
* Click Submit batch

 Check Create reports
- NN 70kResdmelw-VitD-BSA - [ Thermo Scientific Instrument SIS AMERSusfradab

“ Thermo TraceFinder

(=]

O Newbatch Status  Filename Sample type Level Sample ID Sample name Comment Vial position

£ Open batch 0_2_ng_001 Calibrator | Sample007 0_2_ng_001 BSA 3

Recent files 2 . 0_2_ng_002 Calibrator | Sample008 0_2_ng_002 BSA 3 L

Example 3 . 0_2_ng_003 Calibrator | Sample003 0_2_ng_003 BSA 3 r
BSA-Curve-£2 4 . 0_5ng_001 Calibrator 1] Sample010 0_5ng_001 BSA 4

5 . 0_5ng_002 Calibrator 1] Sample011 0_5ng_002 BSA 4 i
Data Review 6 . 0_5ng_003 Calibrator 1] Sample012 0_5ng_003 BSA 4
- 4 7 ‘ Ong_001 Negative Sample004 Ong_001 BSA 2
Submit O pti ons @ _a s © |Ongom2 Negative Sample005 (ng_002 BSA 2
I g9 ‘ Ong_003 Negative Sample006 Ong_003 BSA 2
G ‘ 1ng_001 Calibrator 11} Sample013 1ng_001 BSA 5
| ‘ 1ng_002 Calibrator 1} Sample014 1ng_002 BSA 5
U SEr hame: ‘ USfra'lab ‘ ‘ 1ng_003 Calibrator 11} Sample015 1ng_003 BSA 5
. 2ng_001 Calibrator IV Sample016 2ng_001 BSA B
Samples: 153 © |2 002 Calibrator W Sample017 2ng_002 BSA 6
. 2ng_003 Calibrator IV Sample018 2ng_003 BSA B

@ 5na 001 Calibrator Sample019 Sna 001 BSA 7 S

Acquire data :

Compound Active Status

Compound Active
[ [Comand  hcive |
vis | @ |

25-0H Vitamin D3 M52 383.330

25-0H Vitamin D3 Full MS 383,330
1 High Density Sample Report 3 Standard 25.0H Vitamin D2 Full MS 295.330
12 High Density Sample Report 3 Long Standard

. P d Automated Batch Reports
focess data SampleLov

I Create reports I

Report Name Create  +

> 10 High Density Sample Report 2

25-0H Vitamin D2 M52 395.330

o 13 Intemal Standard Summary Report Standard

S how D etalls' o 0 K Cancel 14 lon Ratio Failure Report Standard
15 Manual Integration Report Standard

w77, vonngurauon 16 Negative Report Standard

Standard

Qualitative Peak Report
m

(®) User: AMERusfra-lab

_— . e ———ee
e ———_

20 ThermoFisher
SCIENTIFIC



Report location

* Reports will be generated within the reports folder of the
TraceFinder batch

* E.g. C:\Thermo\TraceFinder\2.0\ClinTox\Projects\Vitamin D
TLX\TLX\Example\Reports

(e l®]|[=]

@\\tj" )« Mitamin DTLX » TL¥ » Example » Reports v I 5 H Search Reports ,0‘
Organize v Include in library v Share with v Burn New folder =~ 0 @
. Q Exactive 2.0 sp2 - MName ‘ Date modified Type
. QED NIST Library . a1 s
| 0_2_ng_001lAutomatedReportLogFiles.log 6/29/2012 12:01 PM  Text Documer
I TEE] i High Density Sample Report 2 Long_0_2_ng_00Lpdf 6/29/2012 12:01PM  Adobe Acroba
. TraceFinder
L 20
. ClinTox
. Admin
. Databases

. ExampleReports —
. Help
. Logs
. Methods
. Projects
. Default
2 items

01 ThermoFisher



Generating reports (second option

* You can also generate
reports through the Report
view

g |— * First choose a report style

Recent files

A Thermo TraceFinder [SE=]

High Densiy Calbration Rieport Standard
High Densiy Internal Standard Report Standard Sample
High Densiy Internal Standard Report Long Standard Sample
High Density Sample Report 1 Standard Sample
High Density Sample Repott 1 Long Standard Sample
Reportview & High Density Sample Report 2 Standard Sample

Bample
BSA-Curve-#2

| Data Review

High Density Sample Report 2 Long Standard Sample
Local Method High Density Sample Repart 3 Standard Sample

High Density Sample Report 3 Long Standard

Intemal Standard Summaty Report

lon Ratio Faiure Feport

Standard reports

urrent Page No.: Zoom Factor: 100%

@) User: AMERwsfra-lab

e

22 ThermoFisher
SCIENTIFIC



Generating reports, continued

A Thermo TraceFinder

| Batch View

[ New batch

&5 Open batch

Recent files
Bample
BSA-Curve-#2

Data Review
Report View

Local Method

Method Development

7% 'Configuration

Report Is Ready

Sample008

Calibrator

Sample003

Calibrator

Sample010

Calibrator

Sample011

Calibrator

Sample012

Calibrator

Sample004

Negative

Sample005

Negative

Sample00§

Negative

Sample013

Calibrator

Sample014

Calibrator

Sample015

Calibrator

User: AMER\usfra-lab

23

* Next, choose the sample
that you want to report

— e
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Generating reports, continued

'Thermo TraceFinder

|

High Density Sample Report 3Lo +

Q. @ a

* Click Export or print
 Then choose a name and

location for the report

[ Newbatch .
&5 Open batch = = pcliie e
Recent files & o<« » |1 2 8 @ -
Bxample ensity Sample Report 3 Long
BSA-Curve-#2 ! Export Report @
6@0“4 <« TLX » Example » Reports v | 5 " Search Reports p|
= Lab Name:  Frankiin ApplicationsLabosmioy Organize v Newafoldes == 0
Themo g ~
po User: AMER\wsfrasb L Help * Name
Batch: Exampe jﬂ Logs ) )
o od Vel P Sample D Fie Name. b B Methods '@ High Density Sample Report 2 Long_0_2_...
4 Sample011 0_5ng_002
4 | Projects
> . Default
b L Steroids
4 | Vitamin D TLX
4l TIX
b . BSA-Curve-#1
b . BSA-Curve-#2
b | BSA-Curve-001
4 | Example
| Data
4 | Methods
‘ L. T0kResdmzlW/-VitD-BSA
b L TLX-001
b 1 TLG-003
.. Published Master Methods
1 Temp Sl < n »

File name: examplereport

Current Page No.: 1

Save as type: [PDF (*.pdf)

e ] |

24

)

‘4 Hide Folders
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Final product

-
@ examples

File Edit View W

report.pdf - Adobe Reader

indow Help

= =]r==]

x

REABEE| & ®[1)na|© [esx]]|[f -

Comment Share

L)

Frankn Apphcaion Labraicry
Therimo Scantfc Fatrurent

High Densly Sample Ragest s Long

: ‘I(‘l\ _
et \
Y W \e

* Report is generated as a

pdf or hard copy

e
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Addendum

- For more tips and tricks,

« Check out our blog,
MyTraceFinder.com

26



